Unique Patterns of the Selection and Change in Circulating Tumor Cell (CTC) Phenotypes
and Genotypes by Drug Class in Metastatic Castration-Resistant Prostate Cancer (mCRPC)

Howard |. Scher!, Joseph Schonhoft?, Ryon P. Graf?, Angel Rodriguez?, Jerry Lee?, Ramsay Sutton?, Nicole Schreiber! Melanie

Hullings'!, Adam Jendrisak?, Yipeng Wang?4, Mark Landers?, Ryan Dittamore? Memorial Sloan Kettering
I'Sidney Kimmel Center for Prostate and Urologic Cancers, Memorial Sloan-Kettering Cancer Center, New York, NY <2 Epic Sciences, Inc., San Diego, CA Cancer Center..

Therapy Specific CTC Cell Morphology Changes are Observed B Presence of Specific OnTx CTC Cell Types Associated with
Between Patients Treated with ARSi, Taxanes and Platinum Therapy Resistance and Poor OS

. Table of univariate Hazard Ratios comparing absence versus presence of each cell type within the OnTx blood
ARS] Taxane | Platinum FRatic : y"

draw (only Hazard Ratios with log-rank significance < 0.05 are shown)

Background

Biomarkers to predict treatment outcomes for individual patients (pts) on standard of care Tx
IS an unmet medical need in the management of MCRPC. Using pre-treatment blood draws,
we previously reported a phenotypic CTC heterogeneity algorithm that predicted differential
survival times on ARSI vs. taxanes. We have also defined distinct phenotypic CTC subtypes to | A\ A P .. CTC Subtype
which different driver genomics and genomic instability are linked. We sought to correlate CTC T *Nuclear Area G oo A B C
ohenotypes to drug sensitivity by determining OnTx CTC phenotypic and genotypic profiles to
assess the effects of specific drug classes.
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Methods: CTC Morphology and Heterogeneity Analysis
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