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Background CTC and Immune Cell Imaging

« Expression of PD-LT on tumor and tumor infiltrating lymphocytes has been associated with
improved response to PD-1 and PD-L1 checkpoint inhibitors, however clinical utility is
limited.

« Multimodal characterization of both the tumor and host immune system is an unmet
medical need for the improved prediction of response to immunotherapy.

« Metastatic lesions are likely to be under-sampled by biopsy given tumor heterogeneity, Representative images of immune cell staining in control cell lines and healthy donor or patient

CDS§, Ki-6/, CD45, Tim-3, Lag-3, PD-1, PD-L1, and CD3.

poressure.

« Therefore, we sought to expand the existing Epic Sciences’ non-invasive liquid biopsy
olatform to simultaneously examine expression of PD-L1 on circulating tumor cells (CTCs)
as well as quantify changes in activated immune cell populations from a single sample in
patients undergoing checkpoint inhibitor therapy.

Composite

M th d Representative image of PD-L1 staining on the Epic CTC platform. NCI-H441 (lung adenocarcinoma) cell
e Oas line cells were spiked into healthy donor blood, then plated and stained with Epic’s PD-L1 assay. Cells were
stained with CK, PD-L1, CD45 antibodies and DAPI.

Patient CTC and Immune Cell Characterization

Blood samples from bladder, kidney, and prostate cancer patients undergoing checkpoint inhibitor therapy
were collected at baseline and on-therapy (when available) and sent to Epic Sciences for processing. Control
samples were developed using cancer cell lines and healthy donor (HD) blood. Slides were stained with pan-
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counts per mL per patient are shown, categorized by disease indication. Patients with > 1 PD-L1* CTC/mL are
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Schematic of Epic’s CTC and Immune cell platform. A single blood draw is used to make slides for CTC and
immune cell analyses. Slides are stained with CTC and immune cell markers then scanned using a rapid
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