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PRIMARY OBJECTIVE OF THIS STUDY PATIENT SELECTION COMPARISON WITH THE FDA CLEARED CELLSEARCH DEVICE

MSKCC Discovery Cohort PROPHECY Trial Validation Cohort Epic Sciences CTC Counts in the PROPHECY Validation Cohort Show Strong Correlation and
Agreement to the CellSearch Predicate With the Base CTC Definition
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ENUMERATING CTCS IN THIS STUDY
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* The findings validate CTC number determined on the Epic Sciences platform as a prognostic biomarker
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